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Species Gene Symbol Gene ID GenBank Accession Transcript
Human PPPIR3C 5507 BC012625 NM_005398
About the gene

Official Symbol PPPIR3C

Previous Symbol PPPIRS

Official Full Name | protein phosphatase 1 regulatory subunit 3C

Synonyms PTG

Location 10g23.32
Gene Type protein-coding gene
Uniprot ID QIUQK1

Pathway/Library Phosphatases Library

Protein phosphatase-1 (PP1; see MIM 176875) participates in the regulation of a wide variety of cellular
functions by reversible protein phosphorylation. The ability of PP1 to regulate diverse functions resides in
its capacity to interact with a variety of regulatory subunits that may target PP1 to specific subcellular
Gene Summary locations, modulate its substrate specificity, and allow its activity to be responsive to extracellular signals.
Several targeting subunits of PP1 have been identified, including PPPIRS, the glycogen-binding subunits
PPP1R3 (MIM 600917) and PPP1R4, and the nuclear inhibitor of PP1 (PPP1R8; MIM 602636).[supplied
by OMIM
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100020 Control Knockout HEK293T Cells 132/}
L00022 GFP Knockout HEK293T Cells 152/l
0222 T 87 7 -HE A7 2K VAR (100X) 100ml
D0508S/M 2k DR 2 4 A R A A ol 25/1001%
D7080S/M/L T7 Endonuclease T (CRISPR%% 3 [F] 2274 % 52 ) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride (/%55 ) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride (/5 ) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride (&M 2 2%) 250mg
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